Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.028; wR factor = 0.074; data-to-parameter ratio = 16.2.
The title compound, [Cd(C 44 H 28 N 4 )(H 2 O)]Á(C 12 H 24 O 6 ), was made by the reaction of the [Cd(TPP)] with an excess of 18-crown-6 in chlorobenzene (where TPP is tetraphenylporphyrinate). The Cd II cation is chelated by a TPP anion and coordinated by a water molecule in a distorted N 4 O square-pyramidal geometry, the Cd II cation being displaced by 0.7533 (9) Å from the mean plane of four N atoms of TPP anion. The porphyrin core presents a significant distortion, the maximum atomic deviation from the 24-atom mean plane is 0.1517 (2) Å . The 18-crown-6 molecule is linked with the Cd II complex via classical O-HÁ Á ÁO hydrogen bonds. In the crystal, weak C-HÁ Á Á interactions link the complex and 18-crown-6 molecules into a three-dimensional supramolecular architecture. 
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Cg2, Cg3, Cg4 and Cg11 are the centroids of the N2/C6-C9, N3/C11-C14, N4/ C16-C19 and C33-C38 rings, respectively. et al., 1991 and EXACOV; Yang et al., 2003) .
The cadmium atom is displaced by 0.8025 (4) Å from the 24 atoms mean plane. The porphyrin core presents a major doming deformation as seen by the positions of the N atoms above the CdN 4 C 20 mean plane ( Fig.1 ) ((Scheidt & Lee, 1987) . This is confirmed by the Normal Structural Decomposition (NSD) calculations (Jentzen et al., 1997) with a doming percentage of 47%. These calculations indicated also a saddling and ruffling distortions of the porphyrin core (~ 27% and ~ 14% respectively).
The crystal packing in the a and b directions assemble to a linear chains linked together by weak C-H···π interactions incorporating pyrrole or phenyl rings (Table 1 ). The parallel chains are sustained together by weak intermolecular hydrogen bonds between the O1 oxygen of the water axial ligand and the oxygene atoms of the 18-crown-6 ether crown molecule (Fig.2 ).
To a solution of [Cd(TPP)] (Rodesiler et al. 1985b ) (20 mg, 0.027 mmol) in chlorobenzene (15 ml) was added an excess of 18-crown-6 (80 mg, 0.300 mmol). The reaction mixture was stirred at room temperature and at the end of the reaction, the color of the solution gradually changes from dark green to blue -purple. The resulting material was crystallized by diffusion of hexanes through the chlorobenzene solution which yields [Cd(TPP)(H 2 O)].(18-C-6). The water molecule coordinated to the cadmium come from the hygroscopic 18-crown-6 reagent used in excess.
Refinement
All H atoms attached to C atoms were fixed geometrically and treated as riding with C-H = 0.99 Å (methylene) and 0.95 Å (aromatic) with U iso (H) = 1.2U eq (C aromatic, methylene (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012).
Figure 1
An ORTEP view of the molecular structure of the title molecule with the atom-numbering. Displacement ellipsoids are drawn at 45%. Except the two H atoms of the water axial ligand, the other H atoms have been omitted for clarity. Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; correlations between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell s.u.'s is used for estimating s.u.'s involving l.s. planes. Refinement. Refinement of F^2^ against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F^2^, conventional R-factors R are based on F, with F set to zero for negative F^2^. The threshold expression of F^2^ > σ(F^2^) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. Rfactors based on F^2^ are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0077 (7) 0.0000 (7) O5 0.0410 (9) 0.0326 (8) 0.0431 (9) 0.0008 (7) 0.0208 (7) −0.0011 (7 0.0201 (9) 0.0217 (9) 0.0217 (9) 0.0019 (7) 0.0040 (7) 0.0017 (7) C5 0.0214 (9) 0.0224 (9) 0.0203 (9) 0.0005 (7) 0.0037 (7) 0.0011 (7) C6 0.0223 (9) 0.0223 (9) 0.0190 (9) −0.0008 (7) 0.0056 (7) 0.0003 (7 0.0187 (9) 0.0247 (10) 0.0219 (9) −0.0017 (7) 0.0032 (7) 0.0019 (7) C20 0.0172 (9) 0.0249 (9) 0.0191 (9) −0.0014 (7) 0.0025 (7) 0.0014 (7) C21 0.0170 (9) 0.0231 (9) 0.0261 (10) −0.0010 (7) 0.0051 (7 Symmetry codes: (i) −x+1/2, y−1/2, −z+1/2; (ii) −x, −y+1, −z; (iii) −x+1/2, y+1/2, −z+1/2.
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